Polymerase chain reaction assay to detect Clostridium difficile tcdC variants is valuable in characterizing hospital epidemiology.
The epidemiology of nosocomial Clostridium difficile infection (CDI), acquired at two hospitals in Vancouver over a one-year period, was reviewed. Cases were analysed by tcdC polymerase chain reaction, with tcdC variants (18 base pair deletion) highly associated with the NAP1 strain. Of the 214 cases identified, 51.9% were caused by these tcdC variants; these cases occurred more frequently in older patients admitted to the community hospital where the strain was endemic. Overall, at least five out of 24 cases classified as recurrences by surveillance definitions were reinfections. Molecular testing allowed identification of major epidemiological differences between the hospitals studied and provided more accurate classification of CDI cases.